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CHON GIONG NHO CHI THI PHAN TU

Giong nhin gen

Gene/QTL
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Table 2. Expected recovery of recurrent parent genome comparing conventional and marker assisted
backcrossing m subseguent generations

%o recurrent parent genome

Backcross Number of Marker-assisted Conventional
generation individuals backcross backcross
BC, 70 79.0 75.0
BC, 100 922 87.5
BC; 150 98.0 93.7
BC, 300 99.0 06.9

Source: Taken from Hospital [39] with permussion from Wiley.



Pseudo-backcrossing:




Pseudo-backcrossing:

JDuoc thue hién @ mot so cay l1du nam (Bouquet, 1986)
J Grape (Nho) (Molnar et al., 2007)

J Eucalyptus (Bach dan) (Kullan et al., 2012)

J Poplar (Bach duong) (Novaes et al., 2009)

[ Oil palm (Co dau) (Montoya et al., 2014)

Citrus (Cay c6 mui) (Ohta et al., 2014)

J Rice (Lua( (Siriphat et al., 2015 Rice (N Y). 2015; 8: 7.) (Das & R
2015-Front Plant Sci. 2015; 6: 698.)




Table 1 The four donors and recurrent parents used in the multiple backcross gene pyramiding

Cultivar/breeding Description Variety Cross Genotype on carrier chromosomes and target gene (s) or QTLs References

. fype Sub xa5 Xa21 qBL1 qBL11 Bph3 TPS Wx SSiia Os2AP Hd1

Fink3 High yielding aromatic rice  RIL [R71501/(KDMIN0SACTO993) - - - - - + - + - + + Rice Science Center (unpublish
{pseudo-recurrent parent)

Chol5ubi Submergence tolerance AL [RS7514/KDITOS 3 = - = = - = - + + + Jantaboon et al. 2011
aromatic rice with high GT'

Xaddy BLE resistance aromatic rice  BC S IRE2266/KDMIT05 - + - - - - - - - + - Korinsak 2009

REPIQ Blast resistance RIL JHNEDMIT05 - - - - + - - - - - - Rice Science Center (unpublish

Bphia2 Bph resistance BC3Fs Rathu Heenati/EDMI105 - - - - - - - - - - - Jairin et al. 2009

photosensitive rice

+ = desirable allele.
== undesirable allele.
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Figure 1 The gene/QTL pyramiding scheme used to generate the high-yield pseudo-BC BIL'PinK + 4’ line exhibiting submergence
tolerance [Sub1A-C), bacterial leaf blight resistance (Xa21, xa5), rice blast resistance (gBL1 and gBL117), brown planthopper resistance

lgBph3 and TP5) and desired cooking qualities (Wi, S5ila, Os2AP).
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Figure 2 Plant and grain types of pseudo-BC BIL PinK + 4 compared with PinK3 (pseudo-recurrent parent). A} Pink + 451E06, B) Fin¥ +

45204009 () PinK + 4366809 and D) Pink3.
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Das G, Rao GJN. Molecular marker assisted gene stacking for biotic and abiotic stress
resistance genes in an elite rice cultivar. Frontiers in Plant Science. 2015;6:698.
doi:10.3389/fpls.2015.00698.



KET LUAN

PHUONG PHAP PSUDO-BACKCROSSING: LA PHUONG
PHAP HIEU QUA QUY TU NHIEU QTL/GEN KINH TE
VAO MOT GIONG, TRONG THOI GIAN NGAN:;

KET HQP LAI KEP CUA CAC TO HOP BACROSS MANG
GEN CAN CHUYEN

SANG LOC MAS/MABC



PINH HUONG NGHIEN CUU

HUONG MOI CO THE QUY TU NHIEU TINH CHONG
CHIU SINH HOC VA PHI SINH HOC VAO MOT GIONG

CAC QTL/GEN CHUYEN CO BIEU HIEN TRONG PIEU
KIEN TU NHIEN?

TUONG TAC GIUA CAC QTL/GEN



